Example 6:

	Strain A:
	Strain B:
	A biologist is studying the average germination times of two strains of seeds to determine whether the two strains of seeds have the same mean germination time. 

The number of days until germination are given for a random sample of 25 seeds of strain A and a random sample of 25 seeds of strain B.  

All seeds are grown in identical greenhouse conditions. 

Assume that the underlying populations of germination times of individual plants is approximately normally distributed.

At a 2% level of significance,  is there sufficient evidence of a difference in mean germination times for the two strains of seeds?
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This is a test of two means, independent samples, 

population standard deviation not known.  

The problem is deceiving because you see 2 lists.  But you need to read the problem carefully. Even though it has 2 lists of data of the same length, there is no indication of a pairing process occurring.  To be paired samples, you would need to understand the pairing process, or you would need two measurements on the same item, neither of which happens in this problem.

To do this test you would use a 2 sample t test.  You could use the sample data and put it into lists, and use both lists as input to the 2 sample t test.  Or you could use the summary statistics that are given.

(1 = average time to germinate for seed strain A

(2 = average time to germinate for seed strain B



Ho: ( 1 = ( 2
     ( 1 − ( 2 = 0


Ha: ( 1 ( ( 2
     ( 1 − ( 2 ( 0

We did not complete this example in class, but we did discuss the type of test and set up the hypotheses.
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Standard Deviation�
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A�
18.96�
7.35�
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16.44�
6.98�
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